SEQUENCE LISTING 

<110> Zeng, Z et al. 

<120> Human Tumor Necrosis Factor receptors TR21 and TR22 

<130> PF530C1 

<140> To be Assigned 
<141> 2003-07-17 

<150> 09/910,562 
<151> 2001-07-23 

<150> 60/221,143 
<151> 2000-07-27 

<150> 60/220,116 
<151> 2000-07-24 
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<210> 1 

<211> 1291 

<212> DNA 

<213> homo sapiens 

<400> 1 

cccacgcgtc cggcccgccg 
gccctggggg aggagggcga 
ccgtcctagc cgctgctgtc 
acaatgggag cagccgcaca 
atactgggaa tggacaccca 
tgggtctctt tggcgtcctc 
cagaagcaga gcaagatatc 
tgaatgaaaa cagtgacact 
atgctgatgt cttaaaggcg 
tgacccccag cacaccaggg 
cgccagggaa gcacgtctgt 
atgtgtgtca tcggtgtagg 
gagagagcag accacggcgc 
ttacaaaagt ggagcacaag 
gggctgaaac cgtcaatggg 



gctccggagc 


ggctctgcct 


tcccgagcgc 


gggacgcggc 


60 


agcgacgcgg 


cgatggctcc 


gcgggcactc 


ccggggtccg 


120 


ttcgtgggag 


gcgccgtgag 


ttcgccgctg 


gtggctccgg 


180 


ttgcactcca 


gaacagagac 


gaccccgtcg 


cccagcaacg 


240 


gaatatattg 


catacgcgct 


tgtccctgtg 


ttctttatca 


300 


atttgccacc 


tgcttaagaa v 


gaaaggctat 


cgttgtacaa 


360 


gaagaggaaa 


aggttgaaaa 


gatagaattg 


aatgacagtg 


420 


gttgggcaaa 


tcgtccacta 


catcatgaaa 


aatgaagcga 


480 


atggtagcag 


ataacagcct 


gtatgatcct 


gaaagccccg 


540 


agcccgccag 


tgagtcctgg 


gcctttgtca 


ccagggggga 


600 


ggccatcatc 


tgcatacggt 


gggcggtgtt 


gtcgagaggg 


660 


cacaagcggt 


ggcactttat 


aaagcccact 


aacaagtcca 


720 


caaggcgagg 


tcacggtcct 


ttctgttggc 


agatttagag 


780 


tcaaaccaga 


aggaacggag 


aagcctgatg 


tctgttagtg 


840 


gaggtgccgg 


caacacctgt 


gaagagagaa 


cgcagtggca 


900 



1 



cagagtagca ggtgagccgt ggttttggtg acattggggg cagagtggtg cagggtgagg 960 

agaaggtact tggagcctcc caggtgctgt ggcagcatag gaatggtatt tgacagggaa 1020 

gtgggagagc tttccttgac ccaggaagac tgagggggac tgaacatgat tacttgtctg 1080 

cctagagctt cttgtaaaga agtcacaaac ttagtgcctc caggggcttg gcctgtgtga 1140 

taatgaggat agaggattac ttgtgaggca atgtggcatg gtggggattg tggcaaacta 1200 

gaattcacat cacccaccat atagggcttg cattaccacg aggcagaaag cacctagtgt 1260 

tgctgcatct tcttacgcaa aaaaaaaaaa a 1291 



<210> 2 

<211> 271 

<212> PRT 

<213> homo sapiens 

<400> 2 

Met Ala Pro Arg Ala Leu Pro Gly Ser Ala Val Leu Ala Ala Ala Val 
1 5 10 15 

Phe Val Gly Gly Ala Val Ser Ser Pro Leu Val Ala Pro Asp Asn Gly 
20 25 30 

Ser Ser Arg Thr Leu His Ser Arg Thr Glu Thr Thr Pro Ser Pro Ser 
35 40 45 

Asn Asp Thr Gly Asn Gly His Pro Glu Tyr lie Ala Tyr Ala Leu Val 
50 55 60 

Pro Val Phe Phe lie Met Gly Leu Phe Gly Val Leu lie Cys His Leu 
65 70 75 80 

Leu Lys Lys Lys Gly Tyr Arg Cys Thr Thr Glu Ala Glu Gin Asp lie 
85 90 95 

Glu Glu Glu Lys Val Glu Lys lie Glu Leu Asn Asp Ser Val Asn Glu 
100 105 110 

Asn Ser Asp Thr Val Gly Gin lie Val His Tyr lie Met Lys Asn Glu 
115 120 125 

Ala Asn Ala Asp Val Leu Lys Ala Met Val Ala Asp Asn Ser Leu Tyr 
130 135 140 

Asp Pro Glu Ser Pro Val Thr Pro Ser Thr Pro Gly Ser Pro Pro Val 
145 150 155 160 

Ser Pro Gly Pro Leu Ser Pro Gly Gly Thr Pro Gly Lys His Val Cys 
165 170 175 

Gly His His Leu His Thr Val Gly Gly Val Val Glu Arg Asp Val Cys 
180 185 190 

His Arg Cys Arg His Lys Arg Trp His Phe He Lys Pro Thr Asn Lys 
195 200 205 



Ser Arg Glu Ser Arg Pro Arg Arg Gin Gly Glu Val Thr Val Leu Ser 
210 215 220 



Val Gly Arg Phe Arg Val Thr Lys Val Glu His Lys Ser Asn Gin Lys 
225 230 235 240 

Glu Arg Arg Ser Leu Met Ser Val Ser Gly Ala Glu Thr Val Asn Gly 
245 250 255 

Glu Val Pro Ala Thr Pro Val Lys Arg Glu Arg Ser Gly Thr Glu 
260 265 270 



<210> 3 

<211> 582 

<212> DNA 

<213> homo sapiens 

<400> 3 



cggacgcgtg 


gggggctata 


tatgctcttc 


ctgcttgtgc 


tggtcttctt 


cctcatgggc 


60 


ctggtaggct 


tcatgatctg 


ccacgtgctc 


aagaagaagg 


gctaccgctg 


ccgcacgtcg 


120 


aggggctctg 


agcctgacga 


tgcccagctt 


cagccccctg 


aggacgatga 


catgaatgag 


180 


gacacagtag 


agaggattgt 


tcgctgcatc 


atccagaatg 


aagccaatgc 


tgaggccttg 


240 


aaggagatgc 


tgggggacag 


tgaaggagaa 


gggacagtgc 


agctgtccag 


tgtggatgcc 


300 


acctccagcc 


tgcaggacgg 


agccccctcc 


catcatcaca 


cagtgcacct 


gggctctgca 


360 


gccccttgcc 


tccattgcag 


ccgcagcaag 


aggcctccac 


ttgtccgtca 


gggacgctcc 


420 


aaggaaggaa 


aaagccgccc 


ccggacaggg 


gagaccactg 


tgttctctgt 


gggcaggttc 


480 


cgggtgacac 


acattgagaa 


gcgctatgga 


ctgcacgaac 


accgtgatgg 


ctcccccaca 


540 


gacaggagct 


ggggctctgg 


tgggggacag 


gacccagggg 


tg 




582 



<210> 4 

<211> 194 

<212> PRT 

<213> homo sapiens 

<400> 4 

Arg Thr Arg Gly Gly Leu Tyr Met Leu Phe Leu Leu Val Leu Val Phe 
1 " 5 10 15 

Phe Leu Met Gly Leu Val Gly Phe Met He Cys His Val Leu Lys Lys 
20 25 30 

Lys Gly Tyr Arg Cys Arg Thr Ser Arg Gly Ser Glu Pro Asp Asp Ala 
35 40 45 

Gin Leu Gin Pro Pro Glu Asp Asp Asp Met Asn Glu Asp Thr Val Glu 
50 55 60 

Arg He Val Arg Cys He He Gin Asn Glu Ala Asn Ala Glu Ala Leu 
65 7,0 75 80 

3 



Lys Glu Met Leu Gly Asp Ser Glu 
85 

Ser Val Asp Ala Thr Ser Ser Leu 
100 

His Thr Val His Leu Gly Ser Ala 
115 120 

Ser Lys Arg Pro Pro Leu Val Arg 
130 135 

Ser Arg Pro Arg Thr Gly Glu Thr 
14 5 150 

Arg Val Thr His lie Glu Lys Arg 
165 

Gly Ser Pro Thr Asp Arg Ser Trp 
180 

Gly Val 



Gly Glu Gly Thr Val Gin Leu Ser 
90 95 

Gin Asp Gly Ala Pro Ser His His 
105 110 

Ala Pro Cys Leu His Cys Ser Arg 
125 

Gin Gly Arg Ser Lys Glu Gly Lys 
140 

Thr Val Phe Ser Val Gly Arg Phe 
155 160 

Tyr Gly Leu His Glu His Arg Asp 
170 175 

Gly Ser Gly Gly Gly Gin Asp Pro 
185 190 



<210> 5 

<211> 31 

<212> PRT 

<213> homo sapiens 

<400> 5 

Ser Thr His Ala Ser Gly Pro Pro 
1 5 

Glu Arg Gly Thr Ala Pro Trp Gly 
20 



Ala Pro Glu Arg Leu Cys Leu Pro 
10 15 

Arg Arg Ala Asn Asp Ala Ala 
25 30 



<210> 6 

<211> 181 

<212> PRT 

<213> homo sapiens 

<220> 

<221> misc_f eature 

<222> (56).. (57) 

<223> X equals any amino acid 



<220> 

<221> misc__f eature 

<222> (60).. (60) 

<223> X equals any amino acid 



<220> 

<221> misc_f eature 

<222> (83).. (84) 

<223> X equals any amino acid 

4 



<220> 

<221> misc_f eature 

<222> (165) . . (165) 

<223> X equals any amino acid 



vlTlrg^rg Trp Trp Leu Arg Thr Met Gly Ala Ala Ala His Cys Thr 
1 5 10 13 

Pro Glu Gin Arg Arg Pro Arg Arg Pro Ala Thr He Leu Gly Met Asp 
20 25 30 

Thr Gin Asn He Leu His Thr Arg Leu Ser Leu Cys Ser Leu Ser Trp 
35 40 45 

Val Ser Leu Ala Ser Ser Phe Xaa Xaa Leu Ala Xaa Arg Arg Lys Ala 
50 55 60 

lie Val Val Gin Gin Lys Gin Ser Lys He Ser Lys Lys Lys Lys Val 



65 



70 75 80 



Glu Lys Xaa Xaa Leu Asn Asp Ser Val Asn Glu Asn Ser Asp Thr Val 
85 90 

Glv Gin lie Val His Tyr He Met Lys Asn Glu Ala Asn Ala Asp Val 
100 105 110 

Leu Lys Ala Met Val Ala Asp Asn Ser Leu Tyr Asp Pro Glu Ser Pro 
115 I 20 125 

Val Thr Pro Ser Thr Pro Gly Ser Pro Pro Val Ser Pro Gly Leu Cys 
130 135 140 

His Gin Gly Gly Arg Gin Gly Ser Thr Ser Val Ala He He Cys He 
145 ~ 150 155 i6 ° 

Arg Trp Ala Val Xaa Ser Arg Gly Met Cys Val He Gly Val Gly Thr 
165 l" 70 

Ser Gly Gly Thr Leu 
180 



<210> 7 

<211> 29 

<212> PRT 

<213> homo sapiens 

<400> 7 

He Met Lys Asn Glu Ala Asn Ala 
1 " 5 

Asp Asn Ser Leu Tyr Asp Pro Glu 
20 



Asp Val Leu Lys Ala Met Val Ala 
10 15 

Ser Pro Val Thr Pro 
25 



5 



<210> 8 

<211> 27 

<212> DNA 

<213> homo sapiens 

<400> 8 

cgcccatggg acaatgggag cagcagc 27 

<210> 9 

<211> 31 

<212> DNA 

<213> homo sapiens 

<400> 9 

cgcaagcttc accaaaacca cggctcacct g 31 

<210> 10 

<211> 733 

<212> DNA 

<213> homo sapiens 

<400> 10 



gggatccgga 


gcccaaatct 


tctgacaaaa 


ctcacacatg 


cccaccgtgc 


ccagcacctg 


60 


aattcgaggg 


tgcaccgtca 


gtcttcctct 


tccccccaaa 


acccaaggac 


accctcatga 


120 


tctcccggac 


tcctgaggtc 


acatgcgtgg 


tggtggacgt 


aagccacgaa 


gaccctgagg 


180 


tcaagttcaa 


ctggtacgtg 


gacggcgtgg 


aggtgcataa 


tgccaagaca 


aagccgcggg 


240 


aggagcagta 


caacagcacg 


taccgtgtgg 


tcagcgtcct 


caccgtcctg 


caccaggact 


300 


ggctgaatgg 


caaggagtac 


aagtgcaagg 


tctccaacaa 


agccctccca 


acccccatcg 


360 


agaaaaccat 


ctccaaagcc 


aaagggcagc 


cccgagaacc 


acaggtgtac 


accctgcccc 


420 


catcccggga 


tgagctgacc 


aagaaccagg 


tcagcctgac 


ctgcctggtc 


aaaggcttct 


480 


atccaagcga 


catcgccgtg 


gagtgggaga 


gcaatgggca 


gccggagaac 


aactacaaga 


540 


ccacgcctcc 


cgtgctggac 


tccgacggct 


ccttcttcct 


ctacagcaag 


ctcaccgtgg 


600 


acaagagcag 


gtggcagcag 


gggaacgtct 


tctcatgctc 


cgtgatgcat 


gaggctctgc 


660 


acaaccacta 


cacgcagaag 


agcctctccc 


tgtctccggg 


taaatgagtg 


cgacggccgc 


720 


gactctagag 


gat 










733 
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